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SEQUENCE LISTING 

<110> TANABE, TADASHI 
YOKOYAMA, CHIEKO 

<120> ANTIBODIES SPECIFIC TO HUMAN PROSTACYCLIN SYNTHASE 

<130> Q76409 

<140> 
<141> 

<150> 09/670,582 
<151> 2000-09-27 

<150> 09/037,758 
<151> 1998-01-10 

<150> 08/578,706 
<151> 1995-12-28 

<160> 20 

<170> Patentin Ver. 2.1 

<210> 1 
<211> 16 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 1 

gggacaagga ccacat j 16 



<210> 2 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 2 

caaaagtcgc ctgtggaagc 20 



<210> 3 
<211> 18 
<212> DNA 

<213> Artificial Secjuence 
<220> 

<223> Description of Artificial Sequence: Primer 



<400> 3 

cacaggcgac ttttgaca 



<210> 4 
<211> 18 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 
<400> 4 

tgcctgcatc tcctctga 



<210> 5 
<211> 35 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 5 

gactcgagtc gacatcgatt tttttttttt ttttt 



<210> 6 
<211> 17 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Primer 

<400> 6 

gactcgagtc gacatcg 



<210> 7 
<211> 48 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Combined DNA/RNA Molecule: Primer 
<220> 

<223> Description of Artificial Sequence: Primer 
<220> 

<221> modif ied_base 
<222> (36) . . (37) 
<223> Inosine 
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<220> 

<221> modif ied_base 
<222> (41) - . (42) 
<223> Inosine 

<220> 

<221> modif ied_base 
<222> (46) . . (47) 
<223> Inosine 

<:400> 7 

cuacuacuac uaggccacgc gtcgactagt acgggnnggg nngggnng 48 



<210> 8 
<211> 183 
<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (1) . . (183) 

<400> 8 

999 9ac aag gac cac atg tgc agt gtc aaa agt cgc ctg tgg aag ctg 48 

Gly Asp Lys Asp His Met Cys Ser Val Lys Ser Airg Leu Trp Lys Leu 

15 10 15 

eta tec cca gcc agg ctg gcc agg egg gee cac egg age aaa tgg ctg 96 
Leu Ser Pro Ala Arg Leu Ala Arg Arg Ala His Arg Ser Lys Trp Leu 
20 25 30 

gag agt tac ctg ctg cac ctg gag gag atg ggt gtg tea gag gag atg 144 
Glu Ser Tyr Leu Leu His Leu Glu Glu Met Gly Val Ser Glu Glu Met 
35 40 45 

cag gca egg gee etg gtg ctg cag ctg tgg gee aca cag 183 
Gin Ala Arg Ala Leu Val Leu Gin Leu Trp Ala Thr Gin 
50 55 60 



<210> 9 
<211> 61 
<212> PRT 

<213> Homo sapiens 
<:400> 9 

Gly Asp Lys Asp His Met Cys Ser Val Lys Ser Arg Leu Trp Lys Leu 
15 10 15 

Leu Ser Pro Ala Arg Leu Ala Arg Arg Ala His Arg Ser Lys Trp Leu 
20 25 30 

Glu Ser Tyr Leu Leu His Leu Glu Glu Met Gly Val Ser Glu Glu Met 
35 40 45 

Gin Ala Arg Ala Leu Val Leu Gin Leu Trp Ala Thr Gin 
50 55 60 
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<210> 10 

<211> 792 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (80) . . (790) 

<400> 10 

ctactactac taggccacgc gtcgactagt acgggggggg gggggggggg gcagccccgc 60 

cagccccgcc agccccgcg atg get tgg gcc gcg etc etc ggc etc ctg gee 112 

Met Ala Trp Ala Ala Leu Leu Gly Leu Leu Ala 
15 10 

gca ctg ttg ctg ctg ctg eta ctg age cgc cgc cgc acg egg cga cct 160 
Ala Leu Leu Leu Leu Leu Leu Leu Ser Arg Arg Arg Thr Arg Arg Pro 
15 20 25 

ggt gag cct cce ctg gac ctg ggc age ate cec tgg ttg ggg tat gee 208 
Gly Glu Pro Pro Leu Asp Leu Gly Ser lie Pro Trp Leu Gly Tyr Ala 
30 35 40 

ttg gac ttt gga aaa gat get gee age tte etc acg agg atg aag gag 256 
Leu Asp Phe Gly Lys Asp Ala Ala Ser Phe Leu Thr Arg Met Lys Glu 
45 50 55 

aag cac ggt gac ate ttt act ata ctg gtt ggg ggc agg tat gtc ace 304 
Lys His Gly Asp lie Phe Thr lie Leu Val Gly Gly Arg Tyr Val Thr 
60 65 70 75 

gtt etc ctg gac eca cac tec tac gac gcg gtg gtg tgg gag cct cgc 352 
Val Leu Leu Asp Pro His Ser Tyr Asp Ala Val Val Trp Glu Pro Arg 
80 85 90 

ace agg etc gac ttc cat gcc tat gcc ate tte etc atg gag agg att 400 
Thr Arg Leu Asp Phe His Ala Tyr Ala lie Phe Leu Met Glu Arg He 
95 100 105 

ttt gat gtg cag ett eca cat tac age cce agt gat gaa aag gcc agg 448 
Phe Asp Val Gin Leu Pro His Tyr Ser Pro Ser Asp Glu Lys Ala Arg 
110 115 120 

atg aaa ctg act ett etc cac aga gag etc cag gca etc aca gaa gcc 496 
Met Lys Leu Thr Leu Leu His Arg Glu Leu Gin Ala Leu Thr Glu Ala 
125 130 135 

atg tat acc aac etc cat gca gtg ctg ttg ggc gat get aca gaa gca 544 
Met Tyr Thr Asn Leu His Ala Val Leu Leu Gly Asp Ala Thr Glu Ala 
140 145 150 155 



ggc agt ggc tgg cac gag atg ggt etc etc gac ttc tec tac age ttc 
Gly Ser Gly Trp His Glu Met Gly Leu Leu Asp Phe Ser Tyr Ser Phe 
160 165 170 



592 
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ctg etc aga gcc ggc tac ctg act ctt tac gga att gag gcg ctg cca 640 
Leu Leu Arg Ala Gly Tyr Leu Thr Leu Tyr Gly lie Glu Ala Leu Pro 
175 180 185 

cgc acc cat gaa age cag gcc cag gac cgc gtc cac tea get gat gtc 688 
Arg Thr His Glu Ser Gin Ala Gin Asp Arg Val His Ser Ala Asp Val 
190 195 200 

ttc cac acc ttt cgc cag etc gac egg ctg etc ccc aaa ctg gcc cgt 736 
Phe His Thr Phe Arg Gin Leu Asp Arg Leu Leu Pro Lys Leu Ala Arg 
205 210 215 

ggc tec ctg tea gtg ggg gac aag gac cac atg tgc agt gtc aaa agt 784 
Gly Ser Leu Ser Val Gly Asp Lys Asp His Met Cys Ser Val Lys Ser 
220 225 230 235 

cgc ctg tg 792 
Arg Leu 



<210> 11 
<211> 237 
<212> PRT 

<213> Homo sapiens 

<400> 11 

Met Ala Trp Ala Ala Leu Leu Gly Leu Leu Ala Ala Leu Leu Leu Leu 
15 10 15 

Leu Leu Leu Ser Arg Arg Arg Thr Arg Arg Pro Gly Glu Pro Pro Leu 
20 25 30 

Asp Leu Gly Ser lie Pro Trp Leu Gly Tyr Ala Leu Asp Phe Gly Lys 
35 40 45 

Asp Ala Ala Ser Phe Leu Thr Arg Met Lys Glu Lys His Gly Asp He 
50 55 60 

Phe Thr He Leu Val Gly Gly Arg Tyr Val Thr Val Leu Leu Asp Pro 
65 70 75 80 

His Ser Tyr Asp Ala Val Val Trp Glu Pro Arg Thr Arg Leu Asp Phe 
85 90 95 

His Ala Tyr Ala He Phe Leu Met Glu Arg He Phe Asp Val Gin Leu 
100 105 110 

Pro His Tyr Ser Pro Ser Asp Glu Lys Ala Arg Met Lys Leu Thr Leu 
115 120 125 

Leu His Arg Glu Leu Gin Ala Leu Thr Glu Ala Met Tyr Thr Asn Leu 
130 135 140 

His Ala Val Leu Leu Gly Asp Ala Thr Glu Ala Gly Ser Gly Trp His 
145 150 155 160 

Glu Met Gly Leu Leu Asp Phe Ser Tyr Ser Phe Leu Leu Arg Ala Gly 
165 170 175 
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Tyr Leu Thr Leu Tyr Gly He Glu 

180 

61n Ala Gin Asp Arg Val His Ser 
195 200 

Gin Leu Asp Arg Leu Leu Pro Lys 
210 215 

Gly Asp Lys Asp His Met Cys Ser 
225 230 



Ala Leu Pro Arg Thr His Glu Ser 
185 190 

Ala Asp Val Phe His Thr Phe Arg 
205 

Leu Ala Arg Gly Ser Leu Ser Val 
220 

Val Lys Ser Arg Leu 
235 



<210> 12 

<211> 1296 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (3) . . (827) 

<400> 12 

99 9SC aag gac cac atg tgc agt gtc aaa agt cgc ctg tgg aag ctg 47 
Asp Lys Asp His Met Cys Ser Val Lys Ser Arg Leu Trp Lys Leu 
15 10 15 

eta tec cca gcc agg ctg gcc agg egg gcc cac egg age aaa tgg ctg 95 
Leu Ser Pro Ala Arg Leu Ala Arg Arg Ala His Arg Ser Lys Trp Leu 
20 25 30 

gag agt tac ctg ctg cac ctg gag gag atg ggt gtg tea gag gag atg 143 
Glu Ser Tyr Leu Leu His Leu Glu Glu Met Gly Val Ser Glu Glu Met 
35 40 45 

cag gca egg gcc ctg gtg ctg cag ctg tgg gcc aca cag ggg aat atg 191 
Gin Ala Arg Ala Leu Val Leu Gin Leu Trp Ala Thr Gin Gly Asn Met 
50 55 60 

ggt ccc get gcc ttc tgg etc ctg etc ttc ctt etc aag aat cet gaa 239 
Gly Pro Ala Ala Phe Trp Leu Leu Leu Phe Leu Leu Lys Asn Pro Glu 
65 70 75 

gcc ctg get get gtc cgc gga gag etc gag agt ate ctt tgg caa gcg 287 
Ala Leu Ala Ala Val Arg Gly Glu Leu Glu Ser He Leu Trp Gin Ala 
80 85 90 95 

gag cag ect gtc teg cag aeg ace act etc cca cag aag gtt eta gac 335 
Glu Gin Pro Val Ser Gin Thr Thr Thr Leu Pro Gin Lys Val Leu Asp 
100 105 110 



age aca cet gtg ctt gat age gtg ctg agt gag age etc agg ctt aca 383 
Ser Thr Pro Val Leu Asp Ser Val Leu Ser Glu Ser Leu Arg Leu Thr 
115 120 125 
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get gcc ccc ttc ate acc cgc gag gtt gtg gtg gac ctg gcc atg ccc 431 
Ala Ala Pro Phe lie Thr Arg Glu Val Val Val Asp Leu Ala Met Pro 
130 135 140 

atg gca gac ggg aga gaa ttc aac ctg cga cgt ggt gac cgc etc etc 479 
Met Ala Asp Gly Arg Glu Phe Asn Leu Arg Arg Gly Asp Arg Leu Leu 
145 150 155 

etc ttc ccc ttc ctg age ccc cag aga gac eca gaa ate tac aca gac 527 
Leu Phe Pro Phe Leu Ser Pro Gin Arg Asp Pro Glu lie Tyr Thr Asp 
160 165 170 175 

eca gag gta ttt aaa tac aac cga ttc ctg aac ect gac gga tea gag 575 
Pro Glu Val Phe Lys Tyr Asn Arg Phe Leu Asn Pro Asp Gly Ser Glu 
180 185 190 

aag aaa gac ttt tac aag gat ggg aaa egg ctg aag aat tac aac atg 623 
Lys Lys Asp Phe Tyr Lys Asp Gly Lys Arg Leu Lys Asn Tyr Asn Met 
195 200 205 

ccc tgg ggg gcg ggg cac aat cac tgc ctg ggg agg agt tat gcg gtc 671 
Pro Trp Gly Ala Gly His Asn His Cys Leu Gly Arg Ser Tyr Ala Val 
210 215 220 

aac age ate aaa caa ttt gtg ttc ctt gtg ctg gtg cac ttg gac ttg 719 
Asn Ser lie Lys Gin Phe Val Phe Leu Val Leu Val His Leu Asp Leu 

225 230 235 

gag ctg ate aac gca gat gtg gag ate ect gag ttt gac etc age agg 767 
Glu Leu lie Asn Ala Asp Val Glu lie Pro Glu Phe Asp Leu Ser Arg 
240 245 250 255 

tac ggc ttc ggt ctg atg cag ccg gaa cac gac gtg ccc gtc cgc tac 815 
Tyr Gly Phe Gly Leu Met Gin Pro Glu His Asp Val Pro Val Arg Tyr 
260 265 270 

cgc ate cgc eca tgacacaggg agcagatgga tccacgtgct cgcctctgcc 867 
Arg lie Arg Pro 
275 

cagectgecc cagectgccc cagcetccca gctttctgtg tgcacagttg gcecgggtgc 927 
aggtgctagc attaccaett ccctgctttt ctcccagaag gctgggtcca ggggagggaa 987 
aagctaagag ggtgaacaaa gaaaagacat tgaaagctct atggattatc cactgcaaag 1047 
ttttctttec aaaatcagge tttgtctgct cecaattcac ctcgttactc tcacctcgtg 1107 
atatccacaa atgctattca gataaggcag aactaggagt cttcactgct ctgeccccaa 1167 
cteceggagg tgtcaccttc etagttctta tgagctagea tggcccgggc ettatccagt 1227 
caaagcggat gctggccaca gaaaggecae tcaggatgtc ctttgtgtcc ategatgteg 1287 
actcgagtc 1296 
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<210> 13 
<211> 275 
<212> PRT 

<213> Homo sapiens 
<400> 13 

Asp Lys Asp His Met Cys Ser Val Lys Ser Arg Leu Trp Lys Leu Leu 
15 10 15 

Ser Pro Ala Arg Leu Ala Arg Arg Ala His Arg Ser Lys Trp Leu Glu 
20 25 30 

Ser Tyr Leu Leu His Leu Glu Glu Met Gly Val Ser Glu Glu Met Gin 
35 40 45 

Ala Arg Ala Leu Val Leu Gin Leu Trp Ala Thr Gin Gly Asn Met Gly 
50 55 60 

Pro Ala Ala Phe Trp Leu Leu Leu Phe Leu Leu Lys Asn Pro Glu Ala 
65 70 75 80 

Leu Ala Ala Val Arg Gly Glu Leu Glu Ser lie Leu Trp Gin Ala Glu 
85 90 95 

Gin Pro Val Ser Gin Thr Thr Thr Leu Pro Gin Lys Val Leu Asp Ser 
100 105 110 

Thr Pro Val Leu Asp Ser Val Leu Ser Glu Ser Leu Arg Leu Thr Ala 
115 120 125 

Ala Pro Phe He Thr Arg Glu Val Val Val Asp Leu Ala Met Pro Met 
130 135 140 

Ala Asp Gly Arg Glu Phe Asn Leu Arg Arg Gly Asp Arg Leu Leu Leu 
145 150 155 160 

Phe Pro Phe Leu Ser Pro Gin Arg Asp Pro Glu He Tyr Thr Asp Pro 
165 170 175 

Glu Val Phe Lys Tyr Asn Arg Phe Leu Asn Pro Asp Gly Ser Glu Lys 
180 185 190 

Lys Asp Phe Tyr Lys Asp Gly Lys Arg Leu Lys Asn Tyr Asn Met Pro 
195 200 205 

Trp Gly Ala Gly His Asn His Cys Leu Gly Arg Ser Tyr Ala Val Asn 
210 215 220 

Ser He Lys Gin Phe Val Phe Leu Val Leu Val His Leu Asp Leu Glu 
225 230 235 240 



Leu He Asn Ala Asp Val Glu He Pro Glu Phe Asp Leu Ser Arg Tyr 
245 250 255 
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Gly Phe Gly Leu Met Gin Pro Glu His Asp Val Pro Val Arg Tyr Arg 
260 265 270 



lie Arg Pro 
275 



<210> 14 

<211> 1977 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (28) . . (1527) 

<400> 14 

agccccgcca gccccgccag ccccgcg atg get tgg gcc gcg etc etc ggc etc 54 

Met Ala Trp Ala Ala Leu Leu Gly Leu 
1 5 

ctg gcc gca ctg ttg ctg ctg ctg eta ctg age cgc cgc cgc acg egg 102 
Leu Ala Ala Leu Leu Leu Leu Leu Leu Leu Ser Arg Arg Arg Thr Arg 
10 15 20 25 

cga cct ggt gag cct ccc ctg gac ctg ggc age ate ccc tgg ttg ggg 150 
Arg Pro Gly Glu Pro Pro Leu Asp Leu Gly Ser lie Pro Trp Leu Gly 
30 35 40 

tat gcc ttg gac ttt gga aaa gat get gcc age tte etc acg agg atg 198 
Tyr Ala Leu Asp Phe Gly Lys Asp Ala Ala Ser Phe Leu Thr Arg Met 
45 50 55 

aag gag aag cae ggt gac ate ttt act at a ctg gtt ggg ggc agg tat 246 
Lys Glu Lys His Gly Asp lie Phe Thr lie Leu Val Gly Gly Arg Tyr 
60 65 70 

gtc ace gtt etc ctg gac cca cae tec tac gac gcg gtg gtg tgg gag 294 
Val Thr Val Leu Leu Asp Pro His Ser Tyr Asp Ala Val Val Trp Glu 
75 80 85 

cct cgc ace agg etc gac tte cat gcc tat gcc ate ttc etc atg gag 342 
Pro Arg Thr Arg Leu Asp Phe His Ala Tyr Ala lie Phe Leu Met Glu 
90 95 100 105 

agg att ttt gat gtg cag ctt cca cat tac age ccc agt gat gaa aag 390 
Arg lie Phe Asp Val Gin Leu Pro His Tyr Ser Pro Ser Asp Glu Lys 
110 115 120 

gcc agg atg aaa ctg act ctt etc cae aga gag etc cag gca etc aca 438 
Ala Arg Met Lys Leu Thr Leu Leu His Arg Glu Leu Gin Ala Leu Thr 

125 130 135 

gaa gcc atg tat ace aac etc eat gca gtg ctg ttg ggc gat get aca 486 
Glu Ala Met Tyr Thr Asn Leu His Ala Val Leu Leu Gly Asp Ala Thr 
140 145 150 
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gaa gca ggc agt ggc tgg cac gag atg ggt etc etc gac ttc tec tac 534 
Glu Ala Gly Ser Gly Trp His Glu Met Gly Leu Leu Asp Phe Ser Tyr 
155 160 165 

age ttc ctg etc aga gcc ggc tac ctg act ctt tac gga att gag gcg 582 
Ser Phe Leu Leu Arg Ala Gly Tyr Leu Thr Leu Tyr Gly lie Glu Ala 
170 175 180 185 

ctg cca cgc acc cat gaa age cag gcc cag gac cgc gtc cac tea get 630 
Leu Pro Arg Thr His Glu Ser Gin Ala Gin Asp Arg Val His Ser Ala 
190 195 200 

gat gte ttc eae ace ttt cgc cag etc gae egg ctg etc eee aaa ctg 678 
Asp Val Phe His Thr Phe Arg Gin Leu Asp Arg Leu Leu Pro Lys Leu 
205 210 215 

gee cgt ggc tec ctg tea gtg ggg gae aag gae cac atg tgc agt gtc 726 
Ala Arg Gly Ser Leu Ser Val Gly Asp Lys Asp His Met Cys Ser Val 
220 225 230 

aaa agt cgc ctg tgg aag ctg eta tec cca gcc agg ctg gee agg egg 774 
Lys Ser Arg Leu Trp Lys Leu Leu Ser Pro Ala Arg Leu Ala Arg Arg 
235 240 245 

gee eae egg age aaa tgg ctg gag agt tac ctg ctg cac ctg gag gag 822 
Ala His Arg Ser Lys Trp Leu Glu Ser Tyr Leu Leu His Leu Glu Glu 
250 255 260 265 

atg ggt gtg tea gag gag atg cag gca egg gee ctg gtg ctg cag ctg 870 
Met Gly Val Ser Glu Glu Met Gin Ala Arg Ala Leu Val Leu Gin Leu 
270 275 280 

tgg gcc aca cag ggg aat atg ggt ccc get gee ttc tgg etc ctg etc 918 
Trp Ala Thr Gin Gly Asn Met Gly Pro Ala Ala Phe Trp Leu Leu Leu 
285 290 295 

ttc ctt etc aag aat cct gaa gcc ctg get get gtc cgc gga gag etc 966 
Phe Leu Leu Lys Asn Pro Glu Ala Leu Ala Ala Val Arg Gly Glu Leu 
300 305 310 

gag agt ate ctt tgg caa gcg gag cag cct gtc teg cag acg acc act 1014 
Glu Ser He Leu Trp Gin Ala Glu Gin Pro Val Ser Gin Thr Thr Thr 
315 320 325 

etc eca eag aag gtt eta gae age aea cct gtg ctt gat age gtg ctg 1062 
Leu Pro Gin Lys Val Leu Asp Ser Thr Pro Val Leu Asp Ser Val Leu 
330 335 340 345 

agt gag age etc agg ctt aea get gee ccc tte ate ace cgc gag gtt 1110 
Ser Glu Ser Leu Arg Leu Thr Ala Ala Pro Phe He Thr Arg Glu Val 
350 355 360 

gtg gtg gac ctg gee atg ccc atg gca gac ggg aga gaa ttc aac ctg 1158 
Val Val Asp Leu Ala Met Pro Met Ala Asp Gly Arg Glu Phe Asn Leu 
365 370 375 
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cga cgt ggt gac cgc etc etc cte ttc cec ttc ctg age ccc cag aga 1206 
Arg Arg Gly Asp Arg Leu Leu Leu Phe Pro Phe Leu Ser Pro Gin Arg 
380 385 390 

gac cca gaa ate tac aca gac cca gag gta ttt aaa tac aae cga ttc 1254 
Asp Pro Glu lie Tyr Thr Asp Pro Glu Val Phe Lys Tyr Asn Arg Phe 
395 400 405 

ctg aac cct gac gga tea gag aag aaa gac ttt tac aag gat ggg aaa 1302 
Leu Asn Pro Asp Gly Ser Glu Lys Lys Asp Phe Tyr Lys Asp Gly Lys 
410 415 420 425 

egg ctg aag aat tac aac atg ccc tgg ggg gcg ggg cac aat cac tgc 1350 
Arg Leu Lys Asn Tyr Asn Met Pro Trp Gly Ala Gly His Asn His Cys 
430 435 440 

ctg ggg agg agt tat gcg gtc aac age ate aaa caa ttt gtg ttc ctt 1398 
Leu Gly Arg Ser Tyr Ala Val Asn Ser lie Lys Gin Phe Val Phe Leu 
445 450 455 

gtg ctg gtg cac ttg gac ttg gag ctg ate aac gea gat gtg gag ate 1446 
Val Leu Val His Leu Asp Leu Glu Leu lie Asn Ala Asp Val Glu lie 
460 465 470 

cct gag ttt gac etc age agg tac ggc ttc ggt ctg atg cag ccg gaa 1494 
Pro Glu Phe Asp Leu Ser Arg Tyr Gly Phe Gly Leu Met Gin Pro Glu 
475 480 485 

cac gac gtg ccc gtc cgc tac cgc ate cgc cca tgacaeaggg agcagatgga 1547 
His Asp Val Pro Val Arg Tyr Arg lie Arg Pro 



490 


495 


500 








tccacgtget 


egcctctgcc 


cagcctgccc 


cagcctgccc 


eagectecca 


gctttctgtg 


1607 


tgeacagttg 


gcecgggtge 


agg tgc t age 


attaeeaett 


ecctgctttt 


ctceeagaag 


1667 


getgggtcca 


ggggagggaa 


aagctaagag 


ggtgaaeaaa 


gaaaagaeat 


tgaaagctct 


1727 


atggattatc 


cactgcaaag 


ttttctttcc 


aaaateagge 


tttgtctget 


eccaattcac 


1787 


ctegttaetc 


tcaeetegtg 


atatccacaa 


atgetattca 


gataaggcag 


aactaggagt 


1847 


cttcactgct 


ctgcccccaa 


etcccggagg 


tgtcacette 


ctagttctta 


tgagctagea 


1907 


tggccegggc 


ettatceagt 


caaageggat 


gctggceaca 


gaaaggccac 


tcaggatgte 


1967 


etttgtgtce 












1977 



<210> 15 
<211> 500 
<212> PRT 

<213> Homo sapiens 



<400> 15 

Met Ala Trp Ala Ala Leu Leu Gly Leu Leu Ala Ala Leu Leu Leu Leu 
15 10 15 
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Leu Leu Leu Ser Arg Arg Arg Thr Arg Arg Pro Gly Glu Pro Pro Leu 
20 25 30 

Asp Leu Gly Ser lie Pro Trp Leu Gly Tyr Ala Leu Asp Phe Gly Lys 
35 40 45 

Asp Ala Ala Ser Phe Leu Thr Arg Met Lys Glu Lys His Gly Asp lie 
50 55 60 

Phe Thr lie Leu Val Gly Gly Arg Tyr Val Thr Val Leu Leu Asp Pro 
65 70 75 80 

His Ser Tyr Asp Ala Val Val Trp Glu Pro Arg Thr Arg Leu Asp Phe 
85 90 95 

His Ala Tyr Ala lie Phe Leu Met Glu Arg lie Phe Asp Val Gin Leu 
100 105 110 

Pro His Tyr Ser Pro Ser Asp Glu Lys Ala Arg Met Lys Leu Thr Leu 
115 120 125 

Leu His Arg Glu Leu Gin Ala Leu Thr Glu Ala Met Tyr Thr Asn Leu 
130 135 140 

His Ala Val Leu Leu Gly Asp Ala Thr Glu Ala Gly Ser Gly Trp His 
145 150 155 160 

Glu Met Gly Leu Leu Asp Phe Ser Tyr Ser Phe Leu Leu Arg Ala Gly 

165 170 175 

Tyr Leu Thr Leu Tyr Gly lie Glu Ala Leu Pro Arg Thr His Glu Ser 
180 185 190 

Gin Ala Gin Asp Arg Val His Ser Ala Asp Val Phe His Thr Phe Arg 
195 200 205 

Gin Leu Asp Arg Leu Leu Pro Lys Leu Ala Arg Gly Ser Leu Ser Val 
210 215 220 

Gly Asp Lys Asp His Met Cys Ser Val Lys Ser Arg Leu Trp Lys Leu 
225 230 235 240 

Leu Ser Pro Ala Arg Leu Ala Arg Arg Ala His Arg Ser Lys Trp Leu 
245 250 255 

Glu Ser Tyr Leu Leu His Leu Glu Glu Met Gly Val Ser Glu Glu Met 
260 265 270 

Gin Ala Arg Ala Leu Val Leu Gin Leu Trp Ala Thr Gin Gly Asn Met 
275 280 285 

Gly Pro Ala Ala Phe Trp Leu Leu Leu Phe Leu Leu Lys Asn Pro Glu 
290 295 300 



Ala Leu Ala Ala Val Arg Gly Glu Leu Glu Ser lie Leu Trp Gin Ala 
305 310 315 320 
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Glu Gin Pro Val Ser Gin Thr Thr Thr Leu Pro Gin Lys Val Leu Asp 
325 330 335 

Ser Thr Pro Val Leu Asp Ser Val Leu Ser Glu Ser Leu Arg Leu Thr 
340 345 350 

Ala Ala Pro Phe lie Thr Arg Glu Val Val Val Asp Leu Ala Met Pro 

355 360 365 

Met Ala Asp Gly Arg Glu Phe Asn Leu Arg Arg Gly Asp Arg Leu Leu 
370 375 380 

Leu Phe Pro Phe Leu Ser Pro Gin Arg Asp Pro Glu lie Tyr Thr Asp 
385 390 395 400 

Pro Glu Val Phe Lys Tyr Asn Arg Phe Leu Asn Pro Asp Gly Ser Glu 
405 410 415 

Lys Lys Asp Phe Tyr Lys Asp Gly Lys Arg Leu Lys Asn Tyr Asn Met 
420 425 430 

Pro Trp Gly Ala Gly His Asn His Cys Leu Gly Arg Ser Tyr Ala Val 
435 440 445 

Asn Ser lie Lys Gin Phe Val Phe Leu Val Leu Val His Leu Asp Leu 
450 455 460 

Glu Leu lie Asn Ala Asp Val Glu lie Pro Glu Phe Asp Leu Ser Arg 
465 470 475 480 

Tyr Gly Phe Gly Leu Met Gin Pro Glu His Asp Val Pro Val Arg Tyr 
485 490 495 

Arg lie Arg Pro 
500 



<210> 16 
<211> 24 
<212> DNA 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Primer 
<400> 16 

gacaaggacc acatgtgcag tgtc 



<210> 17 
<211> 24 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Primer 
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<400> 17 

ctgtgtggcc cacagctgca gcac 



<210> IB 
<211> 12 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 18 

Gly lie Glu Ala Leu Pro Arg Thr His Glu Ser Gin 
15 10 



<210> 19 
<211> 12 
<212> PRT 
<213> Bos sp. 

<400> 19 

Gly Val Glu Ala Pro Pro His Thr Gin Glu Ser Gin 
15 10 



<210> 20 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<400> 20 

Glu Cys Gly lie Glu Ala Leu Pro Arg Thr His Glu Ser Gin 
. 1 5 10 



